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Employment History
Feb 2020 – June 2025 ] Research assistant, Department of Earth and Environmental Sciences,

Ludwig-Maximilians-Universität München. Developing methods for estimat-

ing diversification rates from reconstructed phylogenies.

Feb 2018 – Jan 2020 ] Researcher, Natural History Museum, University of Oslo. Text-mining bry-

ozoan occurrence data using natural language processing.

Oct 2017 – Nov 2017 ] Research assistant, Department of Biosciences, University of Oslo. Software

development in R, and writing manuscripts.

Education
Feb 2020 – ongoing ] PhD., Ludwig-Maximilians Universität München at the Faculty of Geolog-

ical Sciences. Thesis title: Efficient inference of clade-specific diversification rates
with probabilistic approaches.

Aug 2015 – Sept 2017 ] MSc. University of Oslo in Biology: Ecology and Evolution.

Thesis title: Artiodactyl brain-size evolution.
Aug 2012 – Sept 2016 ] BSc., University of Oslo in Biology.
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Software

1 B. T. Kopperud and S. Höhna, Pesto.jl: Phylogenetic estimation of shifts in the tempo of origination, 2025.
� url: https://github.com/kopperud/Pesto.jl.

2 B. T. Kopperud, J. Pienaar, K. L. Voje, S. H. Orzack, T. F. Hansen, and M. Grabowski, slouch: stochastic
linear Ornstein-Uhlenbeck comparative hypotheses, 2020. � url:

https://cran.r-project.org/web/packages/slouch/index.html.

Theses

1 B. T. Kopperud, “Efficient inference of clade-specific diversification rates with probabilistic

approaches,” PhD thesis, Ludwig-Maximilians-Universität München, Munich, Germany, 2025.

2 B. T. Kopperud, “Artiodactyl brain-size evolution,” MSc thesis, University of Oslo, Oslo, Norway,

2017. � url: https://www.duo.uio.no/handle/10852/59351.

Miscellaneous Experience
Talks
2024 ] PalAss, Palaeontological Association, Erlangen, Germany. Estimating lineage-specific diversifi-

cation rates on phylogenies.

2024 ] Evolution,Montreal, Canada. Phylogenetic Estimation of Shifts in the Tempo of Origination.

2021 ] Phyloseminar, (virtual). Birth-death congruence classes can be collapsed using Bayesian shrink-
age priors.

2019 ] Evolution, Providence, RI, USA. Extracting fossil occurrence data using natural language pro-
cessing.

2018 ] GSA, Geological Society of America, Indianapolis, IN, USA. Text-mining the bryozoan fossil

record.
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Miscellaneous Experience (continued)
Posters
2023 ] MCEB Meeting, Mathematical and Computational Evolutionary Biology, Corsica, France.

Pesto: Phylogenetic Estimation of Shifts in the Tempo of Origination.

2023 ] SSB StandaloneMeeting, Society for Systematic Biology, México City, México. Fast estimation

of branch-specific speciation and extinction rates.

2021 ] MIC-Phy, (virtual). Mathematical Inferential and Computational Phylogenomics. Congruent

birth-death models can be collapsed using Bayesian inference.

2017 ] ESEB Conference, European Society for Evolutionary Biology, Groningen, the Netherlands.

Short-form presentation of my master’s project: Artiodactyl brain-size evolution.

Review experience
] Journals for which I have provided peer-reviews of manuscripts: Global Ecology and Biogeog-

raphy, Systematic Biology, Methods in Ecology and Evolution, Journal of Evolutionary Biology,

Geological Society Special Publications.

] Funding organizations for which I have provided scientific reviews: Czech Science Foundation.

Miscellaneous
2025 ] Macroevolution course, at the Ludwig-Maximilians-UniversitätMünchen, Munich, Germany.

Teaching a lecture and exercise about diversification rate analyses that allow for rate variation

among clades.

2018 ] Slouch workshop, at the Norwegian University of Science and Technology, Trondheim, Nor-

way. Teaching a workshop in how to use the R-package Slouch (Stochastic Linear Ornstein-

Uhlenbeck Comparative Hypotheses) for testing adaptive macroevolutionary hypotheses.
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